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1: NP.0G0I6S. R-x.--; gelsolin isoform ...[gi:4504165] 

Comment Features Sequence 



LOCUS NP_000168 782 aa linear PRI 31-OCT-2000 

DEFINITION gelsolin (amyloidosis, Finnish type) ; Gelsolin [Homo sapiens] . 

ACCESSION NP_000168 

VERSION NP_000168.1 GI: 4504165 

DBSOURCE REFSEQ: accession H M_QQQ177.1 

KEYWORDS 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (residues 1 to 782) 

AUTHORS Hiltunen T, Kiuru S, Hongell V, Helio T, Palo J and Peltonen L. 
TITLE Finnish type of familial amyloidosis: cosegregation of 

Aspl87 Asn mutation of gelsolin with the disease in three large 

families 

J. Hum. Genet. 49 (3), 522-528 (1991) 
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2 (residues 1 to 782) 

Kwiatkowski, D. J. , Stossel , T . P . , Orkin,S.H., Mole, J. E., Colten,H.R. 
and Yin , H . L . 

Plasma and cytoplasmic gelsolins are encoded by a single gene and 
contain a duplicated actin-binding domain 
Nature 323 (6087), 455-458 (1986) 

PROVISIONAL REFSEQ: This record has not yet been subject to final 
NCBI review. The reference sequence was derived from . i. 

Location /Qualifiers 

1 . . 782 

/organism="Homo sapiens" 
/db xref="taxon: 9606 " 
/chromosome="9" 
/map=" 9q33 " 
n 1..782 

/product="gelsolin (amyloidosis, Finnish type) " 
/not e=" Gel sol in" 
1 . . 27 

/calculated_mol_wt=2756 
28. .782 

/product="gelsolin (amyloidosis, Finnish type) " 
/calculated_mol_wt=82959 
66 . . 162 

/region_name="Gelsolin homology domain" 
/note="GEL; Gelsolin homology domain" 
/ db_xr e f = " C DD : GEL " 
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Region 76. .126 

/region_name="Gelsolin repeat" 

/note="Gelsolin; Gelsolin repeat" 

/ db_xr e f = " C DD : pf aniO 0 6 2 6 " 
Region 188. .276 

/region_name="Gelsolin homology domain" 

/note="GEL; Gelsolin homology domain" 

/ db_xr e f = " C DD : GEL " 
Region 19 9.. 23 7 

/region_name="Gelsolin repeat" 

/note="Gelsolin; Gelsolin repeat" 

/db xref="CDD: , ■ ■ - - " 
Region. 301.. 3 96 

/region_name="Gelsolin homology domain" 

/note="GEL; Gelsolin homology domain" 

/ db_xr ef =" CDD : GEL" 
Region. 32 0.. 3 56 

/region_name="Gelsolin repeat" 

/note="Gelsolin; Gelsolin repeat" 

/db_xr ef =" CDD : pf am 0 0 6 2 6." 
Region 446. .540 

/region_name="Gelsolin homology domain" 

/note="GEL; Gelsolin homology domain" 

/db_xref="CDD:GEL" 
Region 453.. 5 02 

/region_name="Gelsolin repeat" 

/note="Gelsolin; Gelsolin repeat" 

/ db_xr e f = " C DD : pf amO 0 6 2 6. " 
Region 56 3.. 6 46 

/region_name="Gelsolin homology domain" 

/note="GEL; Gelsolin homology domain" 

/db_xref="CDD:GEL" 
Region 579.. 6 16 

/region_name="Gelsolin repeat" 

/note="Gelsolin; Gelsolin repeat" 

/db_xref="CDD:pf a:::00^26" 
Region 6 6 8.. 7 63 

/region_name="Gelsolin homology domain" 

/note="GEL; Gelsolin homology domain" 

/db_xref="CDD:GEL" 
Region 679. .721 

/region_name="Gelsolin repeat" 

/note="Gelsolin; Gelsolin repeat" 

/db_xref ="CDD : pf a;n006 2C " 
CDS 1..782 

/gene="GSN" 

/coded_by="NM_000177 . 1 : 15 . . 23 63" 
/db_xref ="GeneID : 2934" 
/ db_xr ef = " MIM : 137350.'' 

N 

1 maphrpapal lcalslalca lslpvraata srgasqagap qgrvpearpn smvvehpefl 
61 kagkepglqi wrvekfdlvp vptnlygdff tgdayvilkt vqlrngnlqy dlhywlgnec 
121 sqdesgaaai ftvqlddyln gravqhrevq gfesatflgy fksglkykkg gvasgfkhvv 
181 pnevvvqrlf qvkgrrvvra tevpvswesf nngdcfildl gnnihqwcgs nsnryerlka 
241 tqvskgirdn ersgrarvhv seegtepeam lqvlgpkpal pagtedtake daanrklakl 
301 ykvsngagtm svslvadenp faqgalksed cfildhgkdg kifvwkgkqa nteerkaalk 
361 tasdfitkmd ypkqtqvsvl peggetplfk qffknwrdpd qtdglglsyl sshianverv 
421 pfdaatlhts tamaaqhgmd ddgtgqkqiw riegsnkvpv dpatygqfyg gdsyiilyny 
481 rhggrqgqii ynwqgaqstq devaasailt aqldeelggt pvqsrvvqgk epahlmslfg 
541 gkpmiiykgg tsreggqtap astrlfqvra nsagatrave vlpkagalns ndafvlktps 
601 aaylwvgtga seaektgaqe llrvlraqpv qvaegsepdg fwealggkaa yrtsprlkdk 
661 kmdahpprlf acsnkigrfv ieevpgelmq edlatddvml ldtwdqvfvw vgkdsqeeek 
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721 tealtsakry ietdpanrdr rtpitvvkqg feppsfvgwf lgwdddywsv dpldramael 
781 aa 
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